) (A) The spore viability of strains with the indicated genotypes was determined after tetrad microdissection. With the exception of MLH1-FLAG, which showed a minor reduction in viability, all FLAG fusions supported normal spore growth. Gene deletions were used as positive controls for phenotypes arising from loss-of-function. (B) Given that deletion of YEN1 did not lead to a noticeable reduction in spore viability, we monitored the functionality of the respective fusion in a sensitized background (mus81∆). YEN1-FLAG mus81∆ and YEN1 mus81∆ showed comparable spore viability, which was significantly higher than in yen1∆ mus81∆ strains. (C) To monitor the functionality of Slx1-FLAG and Slx4-FLAG in a sensitized Figure S1 background (sgs1∆), haploid strains carrying the SLX1-FLAG or SLX4-FLAG and sgs1∆ were
) (A) The spore viability of strains with the indicated genotypes was determined after tetrad microdissection. With the exception of MLH1-FLAG, which showed a minor reduction in viability, all FLAG fusions supported normal spore growth. Gene deletions were used as positive controls for phenotypes arising from loss-of-function. (B) Given that deletion of YEN1 did not lead to a noticeable reduction in spore viability, we monitored the functionality of the respective fusion in a sensitized background (mus81∆). YEN1-FLAG mus81∆ and YEN1 mus81∆ showed comparable spore viability, which was significantly higher than in yen1∆ mus81∆ strains. (C) To monitor the functionality of Slx1-FLAG and Slx4-FLAG in a sensitized Figure S1 background (sgs1∆), haploid strains carrying the SLX1-FLAG or SLX4-FLAG and sgs1∆ were crossed to generate heterozygous diploids. After sporulation, tetrad dissection was performed to assess spore viability and colony growth. Relevant genotypes in the haploid spores are highlighted and show that both the Slx1-FLAG and Slx4-FLAG fusions support normal growth in the absence of Sgs1. (D) Haploid strains carrying the indicated alleles of MPH1 and srs2∆ were analyzed as in (C). (E) To evaluate the functionality of Mlh1-FLAG and Mlh3-FLAG in supporting meiotic crossing-over, meiosis was induced in strains with the indicated genotypes for 48 hr at 30°C. Genetic distances at the CEN8-THR1 interval were determined using the fluorescent markers described in Figure 5B . > 600 tetrads were analyzed in three independent experiments. Plotted values indicate mean +/-SD. The raw data is in Table S1 . Table S1 ) (A) Meiosis was induced in strains with the indicated genotypes for 48 hr at 30°C. Genetic distances at the CEN8-THR1 interval were determined using the fluorescent markers described in Figure 5B . > 1000 tetrads were analyzed in three independent experiments. 
